The probes used in this study were (a) a 1.2 kb Hindlll-BglII genomic fragment corresponding to the 3' end of the ben region (probe A in Fig 1, By using probe A, the breakpoint on chromosome 22 can be precisely localized if it falls within the region usually rearranged in CML. However, in the majority of cases, this probe only visualizes the rearrangement on chromosome 9, but does not detect the rearrangement on chromosome 22, which is involved in the pathogenesis of the leukemic process. Therefore, all filters were rehybnidized with a cDNA probe (probe B in Fig 1) Total RNA was obtained from leukemic cells by the guanidine-HC1 extraction method25 and 10 i g were run on a 7% formaldehyde-I % agarose denaturing gel, blotted onto nitrocellulose filters, and hybridized to a nick translated c-abl cDNA probe.6 Hybridization was carried out at 42#{176}C in 50% formamide and 10% dextrane sulfate. After stringent washing, the filters were exposed to x-ray films for various periods of time. 
RESULTS

